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CONFERENCE PRESENTATIONS

FraGNNet: A Deep Probabilistic Model for Mass Spectrum Prediction, International Conference
on Intelligent Systems for Molecular Biology Conference (2024)

CFM-ID 4 Plus: An Improved MS/MS Prediction Tool, Metaboloimcs Conference (2023)

Build Domain Specific ESI-MS/MS Prediction model from Pre-trained CFM-ID 4.0”, 4th Annual
MANA Annual Conference (2022)
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WORK EXPERIENCE

Software Engineer, Bioware ULC 2013 - 2015

Implemented multiple ETL processes by using .Net, AngularJS, ElasticSearch

Prototyped web service in microservice architecture by using Docker containers, Nginx, Mono,
MVC framework and Consul.

Contributed to Dragon Age Keep, web application as the franchise ecosystem to support Dragon
Age, one of the most wanted franchise of the company with millions of users.

Participated in developing Dragon Age Inquisition HQ, a web application to provide the companion
experience for Dragon Age Inquisition

Designed and implemented restful backend services and RESTful APIs by using PHP and Symfony
2 MVC framework.

Successfully achieved automatic data transferring from complicated game data to web service via
Python.

Associate Software Engineer, Electronic Arts 2013

Frontend developer for the FIFA online team.

Contributed in FIFA 14 for Xbox One and PlayStation 4 version, the first release of the biggest
game franchise on the new generation of console platforms

Successfully implemented game frontend for online game mode by using C++ and Actionscript.

Research Assistant, University of Lethbridge 2011-2013

Acquired and leveraged comprehensive knowledge of OCR engine design and necessary knowl-
edge of machine learning mechanism, such as K-means and SVM to build an OCR prototype for
mathematical expression.

Upgraded and modified a 3D graph drawing package named GLuskap with latest algorithm.

Prototyped hand gesture input solution which leveraging the Microsoft Kinect, OpenCV library,
and OpenNI library to recognize hand gestures as an input device for GLuskap.



TEACHING EXPERIENCE

Teaching Assistant, University of Alberta 2016 - Present

CMPUT 174 - Introduction to the Foundations of Computation I

CMPUT 175 - Introduction to the Foundations of Computation I1
e CMPUT 201 - Practical Programming Methodology

CMPUT 301 - Introduction to Software Engineering

SKILLS
Programming Languages Python, C++
Libraries PyTorch, NumPy, Pandas, rdkit, MPI
Software Development Programming Paradigms, Git, Agile Methodology

Experienced With Scientific Computing, Slurm, High Performance Computing, CUDA



